Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.032; wR factor = 0.080; data-to-parameter ratio = 12.9.
The title compound, [Mn(C 6 H 4 N 5 ) 2 (H 2 O) 4 ]Á4H 2 O, was obtained by the solution reaction of MnCl 2 and 3-(2H-tetrazol-5-yl)pyridine. The Mn II atom, located on an inversion center, shows a slightly distorted octahedral geometry and is coordinated by two pyridine N atoms from two 5-(pyridin-3-yl)tetrazolide ligands occupying trans positions and four water molecules. In the crystal, the mononuclear complex molecules and solvent water molecules are connected into a threedimensional framework by O-HÁ Á ÁN and O-HÁ Á ÁO hydrogen bonds.
Related literature
For the synthesis and crystal structure of the isotypic zinc(II) complex [Zn(C 6 H 4 N 5 ) 2 (H 2 O) 4 ]Á4H 2 O, see: Mu et al. (2010) .
Experimental
Crystal data [Mn(C 6 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x; y þ 1; z; (ii) Àx þ 1; Ày þ 2; Àz; (iii) x þ 1; y; z; (iv) Àx þ 1; Ày þ 2; Àz þ 1; (v) Àx; Ày þ 1; Àz þ 1; (vi) x; y; z þ 1.
Data collection: APEX2 (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ): 3400m, 1613m, 1588m, 1464m, 1426s, 1372m, 1153s, 1019m, 787s, 750s, 696s, 642m, 463m.
Refinement
All the H atoms were positioned geometrically (C-H = 0.93 Å, O-H = 0.85 Å), and allowed to ride on their parent atoms, with U iso (H) = 1.2 U eq (C) or 1.5Ueq(O).
Computing details
Data collection: APEX2 (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT (Bruker, 2000) ;
program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008 
Figure 1
The asymmetric unit of the title complex. Displacement ellipsoids are drawn at the 30% probability level. Symmetry codes: (i) −x+1, −y+2, −z+1; (ii) x, y+1, z; (iii) −x+1, −y+2, −z; (iv) x+1, y, z; (v) −x, −y+1, −z+1; (vi) x, y, z+1.
